CACT4CCTTCCTCr*<UXliaTCCTCCCCCCCCCiCCCTT4ACCCTCCCA.CJUITTCTCATl.CCTACCCCCA<ACACCA l CCTTACCCW7C«CAATTCC 

1 ' " ' ' 1 ' — — * — * *• 100 

hri i 

« 3 X $ 

CCCCCCCCCTCACTCACCTCCTCJk7CCT7CCFCJkCCCrcCTCCCTCCCCTCCCGCTCCCCCrCCCCACCCCCCCCCCCCACCCCCCCCCCCC«CCrrcT 
. . — . 1 1 1 11 200 



111 Signal S#qvmo ■ — m&BA — * 

**RSLRV3VLl.J YLAAYCt.Ct.ATAfA0AArrAl 

CCCACCACCCCTTCCCCWCTTCCCCCCCCTCCCCCTCCACCCCrcCCCCATCCTCCCCCAACrCCCCCCACiCCrCCTCAACATCAJiCACCJUJtCrcCC 



)Q0RFA0FPALfLOFS&nVAQtCraYVM|)lTXt,C 
£TACAACA>eCCCCICC«CCCCCCACCC«ATCCTCA7C^ 



THKAYCACTCt Y I QPHCYYl TNMHV t ACATOI N 
CCCTTCACCCTCCCCTCCCCCCAAJLCCTACCCCCTCCAlCTCCTCCCCTATCiCCCCACCCACCAIcrcCCCCTCCTCCACCTtCCCCCICCCCCtCCCC 



ArsrcscorrcravrcraffroofAvcaLffCAcc 

TCCCCTCCCCCCCCATCCCTCCCCCCCTCCCCCTTCCTCACCCCCTCCTtCCCATCCCCAACACCCCTCCCCACCCCCCAACCCCCCCTCCCCTCCCrcC 
. , — i . . . . 1 ■ »■ 500 



U*JAA|CCCYAYCErYYArtCK3CCOCC7PAATfC 

CACccrccTcccccTcccccAAAcccTccACCccrcccArrcccrcACCccrccccAACACACArrcAAccccrrcAfccActrccirccccccArccAC 

. ' ■ • • ■ - ■ ' ' ' ' ' 700 



-UTB32A « 



KYtALCaTYQA303L.TCACCTlMCUlQF0AAIQ 
CCCCCTCATTCCCCCCCCCCCCTCCTCAACCCCCTACCACACClCCTCCCTATCAACACCCCCCCCTCCCATJUCTTCCACCrcrCCCACCCTCCCCACC 



pcosccrTYMCLcaYYcnHTAAiOMraLSQCca 

CATTCCCCATTCCCATCCCCCACCCCATCCCCArCCCCCCCCACATCCCAtCCCCICCCCCCTCACCCACCCTTCAlAlCCCCCCIACCCCCriCCTCCC 



CFAtrtCaAflAlAC<*l»l<CCSf7VMtC'TArLC 
CTTCCCTCTTCtCCACAACAACCCCAACCCCCCACCACTCCAACCCC7CC7CCCCACCCCrcCCCCCCCAACTCTCC«ATCKC*CCCCCCACCTCAIC 



tCYYO«*C«CA«YaJ»YYCSA^AA$LCJ*TC0Yl 

AccccccTccACcccccrcccAiCAACTCccccAcccccArcccccAc«ccrrAAcccccArcArcccccrcA<cTCAfcrcccrcAccTcccAAACCA 



TAYOCA^JMSATAHADALHCMM^C OYISYTVOT 

ACiccccccccACcccrACAcccAACcrcACArTcccccACCCACcccccccc7CArrrccrccc cca rACCAccccccccccccccAA7T«Ar recce 



<$CCTRTCHYTUACCrrA 

cCAccccrcArrccccccrcAcccccccAcrTcccrcrccccrccccc7cccA7ccrccAAccAAir cAACcAccciCAACACAC<:g7ccAgCAcccTccc 

CTCCACCCCACTCACCTCCJLtCCCCCTCTCCTCCACCAtCCCCATCCCAACCACrTCCCCACCCCCCCC CCCCTCCCCCCCCATCCCACCTCCTTTAACC 
ACCCCCTCTTCTACCACCTCCrccTCCCCCCCrrcrrCCACCCCACCCCCCACCCTrCCCCCCArCTCCCrCCAC7C*rCCATCCCCTCCACTACC7CCA 



1300 

nco 

1S00 



ACCccTccTr7CAccAC7cccecccccACCCACAcecAccgTAccgrcAC7Ar7ACgtc7ecAccsACACCACccAccecrACAcccACccccccAtCAr 

CTTCCTCCACACCCAACACICCAACtCCTCAtlCCAfCCTCTCCCCCCACACTTCTACTCeCACCCATtCTT 

■ ■ - ■ — — ■*■- ■ . ■* — tt?7 



Figure 1 



# 



ACGGCCGCGrCCCArAACrrCCAGCrGrcCCAGGGrGGGCAGGGATrCGCCArTCCGArCGGGCAGGCGArGGCGA 



1 Ra1 2 ■ ■ ■ 

f A A SONFQC. SQ G G G G F A ( PfGQAMA 

rCGCGGGCCAGA'TCCGArCGGGTGGGGGGrCACCCACCGTTCArATCGGGCCrACCGCCrrcCrCGGCTrGGGTGT-GTCGACAACAACGGCAACGGCGC 



<Ral2- 



t A G 0 (RSGGGSPTVHtGPTAFLGLGVVONNGNGA 
ACGAGTCCAACGCGTGGTCGGGAGCGCTCCGGCGGCAAGTCTCGGCATC TCCACCGGCGACGTG A TCACCGCGGTCGACGGCGCrCCG A TC A AC TCGGCC 



— Rai2" 



ft;^ Q R vvGSAPAASUGtSTGOV [ TAVO GAP t N S A 
ACCd^ArGGCGGACGCGCrrAACGGGCATCArCCCGGrCACGrCArcrCGGrGACCrGGCAAACCAAGrCCGCCGGCACGCGrACAGGGAACGrGACAr 



» ■ jaii 'Rat2 ■ 

T LM fi AO A L N GHHPG OV I S V T W Q T X SGGTRTGNVT 

t 

TCGG&GACGCaCCCCCCGCG 

j! { 

l }£* e G P P A 



Figure 2 



.Raia-OPPO.^PO (J > 702) Sirs and Seqti^ 
Enzymes : All 5 1 5 enzymes (Mo 

S actings : Circular . Canam Sitas Standard Genetic Code 

f ArG.tirCACCArCfiCCArCACiCGGCCGCGrcCGArAACrrcCAGCTGTCCCAGGGrGGGCAGGG-rrCCCCATrCCG^rCGGCCAGGCGArGGCGA 

» , ■ ' - ■ 1 ' • ■ 1 JL. 



100 



Met(6xHis) — It Rat2' 

HHHHHHHTAASONFQLSaGGQGFA f PI G Q A il A 
TCGC GGGCC AG A fCCG A ~C GGGTGGGGGGfC AC CC A CCGTTC A rATCGGGCCfACCGCCT fCCTCGGCT TGGGTGT TGI" CG AC A AC A ACGGC A AC GGCGC 



200 



«Ra12' 



(AGO IRSGGGSPTVHIGPTAFLGLGVVONNGNGA 

ACGAGTCC AACGCGTGG fCGGGAGCGC TCCGGCGGCAAGTC TCGGC A TC TCC ACCGGCGACGTG A TCACCGCGGTCGACGGCGCTCCG A TC A AC TCGGCC 
, , , , u_ — i . 1 « ■ * « ■ 1 «- 300 



«Ra12' 



RVQRVVGSAPAASUGISTGOV [ 7 A V 0 G A P INSA 
ACCGCGATGGCGGACGCGCr TAACGGGCATCATCCCGGTGACGTCATCTCGGTGACCTGGCAAACCAAGTCGGGCGGCACGCGTACAGGGAACGTGACAT 



400 



■Ra12- 



TA^MAOALNGHHPGOV ( S V TWQTK SG GTRTGNV T 
TGGCC^IgGG ACCCCCGGCCGA A r FCGACGACGACGACAAGGATCCACC TGACCCGCA TCAGCCGGACATGACGAAAGGC TATTGCCCGGGrGGCCGATG 

i ,T, ■ , , , ' ■ L ' 1 ' 1 1 1 >- I > 1 ' 1 . L 



01 



Rat 2 i ■ i | f Ecoft | Encerokinase \ \ , i QPPO 1 



I. A Pf| G P P A EFOOOQKOPPpPHaPO.i TKGYCPGGRW 
GGGrrSf!£GGCGACTTGGCCGrGrGCGACGGCGAGAAGrACCCCGACGGCrCGrTTTGGCACCAGTGGArGCAAACGrGGTTTACCGGCCCACAGTTTrAC 

LP S ■ . t— i I ■ I , I 1 1 1 L. 



600 



•DPPD 1 



gCIcolavcogekypogsfwhqwugtwftgpqfy 

o 

rTCGAWCTG'CAGCGGCGGTGAGCCCCTCCCCGGCCCGCCGCCACCGGGTGGTTGCGGTGGGGCAATTCCGTCCGAGCAGCCCAACGCTCCCTGAGAAT 
• ■ , - . 1 1 . 1 , i ■ , . ■ t ■ 1 <- 

'•ss r 

O ' oppo > 

FOCVSGGEPlPGPPPPGGCGGA(PS£QPNAP 

re 

— 702 



700 



Figure 3 



Tbi2-WT33f.MPD {I > 1745} Sice and Sequ 
Enzymss : All 5 1 5 enzymes (No f 

Settings : Circular, Certain Sices Only, Scandard Genetic Coda 



CArArGCArCACCATCACCArCACACGGCCGCGTCCGATAACrTCCAGCTGrcCCAGGGTGGGCA3GGArrCGCCATTCCGArCGGGCAGGCGArGGCGA 

i ■ . . i > i ■ i : ■ ■ . ■ « ■ * ■ . , ^ 



' Met (6xHis) im il Ra12 1 



riHHHHHHTAASONFOLSQGGQGFAlPlGQAMA 

TC GC GGGCC AG A TCCG A TCGGG TGGGGGGTCACCCACCGT TCATATCGGGCC TACCGCCTTCCTCGGCTTGGLGTGTTG7CGACAACAACGGCAACGGCGC 
, , , . . . ■ ■ . ■ . . . . . ■ , ■ u 2Q0 



■Ra12" 



(AGO (RSGGGSPTVH (GPTAFLGLGVVQNNGNGA 
ACGAGTCCAACGCGTGGTCGGGAGCGCTCCGGCGGCAAGTCTCGGCATCrCCACCGGCGACGTGATCACCGCGGTCGACGGCGCrcCGATCAACTCGGCC 



30C 



RVGR VVGSAPAASLG ISTGQVfTAVQGAP [ N S A 
ACCGCGATGGCGGACG.CGCTTAACGGGCATCATCCCGGTGACGTCATCTCGGTGACCTGGCAAACCAAGTCGGGCGGCACGCGTACAGGGAACGTGACAT 



40C 



'Ra12' 



T A t¥- AOAUNGHHPGOV ISVTWQTKSGG7R TGNVT 
TGGCCG AG& AC CCCCGGCCGA A TTCCCGC TGG TGCCGCGCGGCAGC C CG A TGGGC TCCGACG T7CGGGACC TGAACGCAC TGC TGCCGGCAGTTCCGTC 



50C 



'if§a12 l l EcoR ) i i WTl 



LA£-GPPA£F PLVPR GSPMG SOVROLNALLP AVPS 

CC TGGG TGj$TGG TGG TGG TTGCGC AC TGCCGG T T AG CGG TGC AGC A C AG TGGG C TCCGG TTC TGG AC TTCGCACCGCCGGG TGC A TCCGC A TACGGTTCC 
. ^ . 1 , 1 . . . 1 . 1 . . . 1 . 1 . l 60( 



■WT1 



LG&JGGGCALPVSGAAQWAPVICIFAPPGASAYGS 
CTGGGTGGTCCGGCACCGCCGCCGGCACCGCCGCCGCCGCCGCCGCCGCCGCCGCACTCCTTCATCA AACAGGAACCGAGC TGG€G TGGTGC AGAACCGC 



70( 



1 WT1 



LGGPAPPPAPPPPPPPPPHSFI KQEPSWGGAEP 
ACGAAGAACAGTGCCTGAGCGCA TTCACCGTTCAC TTC TC CGGCC AG T TCA C TGGC AC AGCCGGAGCC TG TCGC TACGGGCCC TTCGG TCC TCC TCCGCC 



80< 



«WT1 ' 



H££QCL5AF 7VHFSGGFTG T A G A C R YGPFGPPPP 

CAGCCAGGCGTCATCCGGCCAGGCCAGGATGTTTCCTAACGCGCCCTACCTGCCCAGCTGCCTCGAGAGCCAGCCCGCTATTCGCAATCAGGGTTACAGC 
1 i i i > 1 1 1 1 1 — . 1 ' -j 1 » -i. 

1 1 ' WTl ■ 1 

SQAS SGQARflFPNAP YLPSCL£SGPA IRNQGYS 



90' 



Figure 4 



p!2-VVT33f.M?Q fl > 17^5) Site and Segued 



AC3G:CA.CCTTCGACGGGACGCCCAGCT.4CGGTC.iCACCCCCTCGCACCA7GCGGCGCAGrrCCCCAACC.iCTCArTCAAGCATGAGGA7CCCATGGCCC 



1000 



'WT1 ' 



TVTFOG TPSYGHTPSHHAAOFPNHSFKHEOPMG 
AGCAGGGCTCGCTGGGTGAGCAGCAGTACTCGG tgccgcccccggtcta TGGC TGCC AC AC CCCCACCG AC agc tgc accggc agcc aggc tttgctgct 



iOG 



»WT1 



qgg slgegg ysvpp pvygc htptos ctgsg-alll 
gaggacgccc tacagcagtgacaattrataccaaa tgacatcccagc ttgaatgcargacctggaarcagatgaacrtaggagccaccttaaagggccac 



120C 



• WT1 i 



RfPY SSONLY GMTSQLECflTWNGMNLGATLK GH 
AGCACAGGGTACGAGAGCGATAACCACACAACGCCCATCCTCrGCGGAGCCCAATACAGAATACACACGCACGGTGTCTTCAGAGGCATTCAGGATGTGC 



130C 



■ WT1 1 



STGf^ESaNHTrP iLCGAOYRIHr. HGVFRGIQOV 
GACGTGTcdi^GGAGTAGCCCCGACTCTTGTACGGTCGGCATCTGAGACCAGTGAGAAACGCCCCTTCATGrGTGCTTACTCAGGCTGCAATAAGAGATA 



»WT1 



HI 



RRV^GVAPTLVRSASETSEKRPFflCAYSGCNKRY 
TTTTA AGC^CCCACTTACAGATGCACAGCAGGAAGCACACTGGTGAGAAACCATACCAGTGTGACTTCAAGGACrGTGAACGAAGGTTTTTrCGTTCA 



t50C 



' WT1 



fklCIshlqmhsrkhtgekpygcofkocerrffrs 
GACC AGC tcaaaagacaccaaaggagacatacaggtg tgaaaccattccagtgtaaaac ttgtcagcgaaagttctcccggtccgacc acctgaagaccc 



I60C 



1 WT1 



oolkrhorrhtg vkpfq cktcg rkfsrsohlkt 
acaccaggactcatacagctgaaaagcccttcagc tg tcggtggccaagttgtcagaaaaagt ttgcccgg tcagatgaattagtccgccatcacaacat 



t70< 



»WT1 ' 



htr thtgek pfscr wp sca kkfarsoelvr hhnm 
gcatcagagaaacatgaccaaactccagctggcgctttgagaattc 



1746 



1 WT1 1 



HORN MTKLQt-AL 



Figure 4 (Cont'd) 



P,a i2-ma.Tima-.iMP0 (i > 572) Sire and Saqnar,^ 
enzymes : AH 515 enzymes (No Ftt;e j 

Sacrincs : Circular. Cenain Sites Qnm&^ndacd Genetic Code 



CaTaTOCATCACCA f C ACC A TC A C ACGGCCGCG iCCGAT A AC r TCCAGC rCTCCCACGC rGGGCAGCGA TTCGCCA rrcCGArCGGGCAGGCGArGGCGA 

i— ■ « ■ — — ' ' ■ 1 ' 1 ' 1 ■ ' 1 100 



I Met (6xHis) H Ra12 ————————————— 

MKHHHHHTAASONFaLSGGGQGFAf P£ G G A M A 

TCGCGGGCCAGA TCCGATCGGGTGGGGGGTCACCCACCGTTCATATCGGGCCTACCGCC TTCCTCGGCTTGGGfGrTGTCGACAACAACGGCAACGGCGC 



200 



■Ra12' 



I A G G (RSGGGSPTVHI GPTAFLGLGVVONMGNGA 
ACGAG TCC A AC GCGTGGfCGGGAGCGCTCCGGCGGC A AG TCTCGGC A TCTCCACCGGCG AC GTG A TCACCGCGGTCGACGGCGCTCCGATCAACTCGGCC 



300 



■Ra12' 



R V Q R V V G SA PAASLGtS TGOV [ f A V 0 G A P I N S A 
ACCGCGA TGGCGG ACGCGCTT AACGGGC ATCATCCCGGTGACGTCATCTCGGTGACCTGGCA'AACCAAGrCGGGCGGCACGCGTACAGGGAACGTGACAr 



400 



■Ra12' 



T A tt AO ALN GHHPGOV ISVTWQTKSGGrRTGNVT 
TGGCCGAgSGACCCCCGGCCGAA TTCATCGAGGGAAGGGGCTCTGGCTGCCCCTTATTGGAGAATGTGATTTCCAAGACAATC AATCCACAAGTGTCTAA 



500 



pal 2 | [ EcoR I Factor Xa ' Mammaglobin ' 



LA^ 5 GPPA£P t£GRGSGCPLL£NV[ SKTINPQVSX- 

; is 7 

GAC TG A ATAC A A AG A AC T TC T TC A AG AG T TC AT AG ACG AC A A TGCCACTACAAA TGCCA TAG A TG A AT TGAAGG A A TGfTTTC TTAACCAA ACGGA TGAA 
, — yfj , . . — : ■ < ■ ' ■ < ■ < « 1 1 ' ■ SOO 



■ 11 ' — i — ■ i Mammaglobin » mm 

reCjKeLLaeFiooNAtrNA (qelx£cflnqtq£ 

AC TC TG AGC A A TGTTGAGGTG TTT A TGC AA TTAA fA fA fGAC AGC AG TC T TTG TGA TTT ATT TT AAGAA TTC 
Ul^ , , , 1 , 1 , , , 672 



ij j jjj j ' Mammaglobin ■ 



rLSNVevFrtQLfYOSSLCOUF 



Figure 5 



■ Rai2-H9-32A.,\/tPO (1 > 2!9f) Site and Sa^MCS 
Enzymes : All 5 1 5 enzymes (No r^^H 

Settings : Circular, Certain Sices Standard Genetic Code . 

A TGCA fC ACC A TCACCAfC AC ACGGCCGCGrcCGATA AC T rCCAGCTG TCCCACGGTGGGC AGGG A frCGCC AT rcCGArCGGGCAGGCGATGGCGATCG 

1 --^ < ■ ' ■ — r*" ' ' ' J : 1 ' 1 ^ IQO 



I Met (6xHis) { } 1 2 " 

rtHHHHHHTAASQNFGLSQGGGGFAlPIGOAfIA [ 

CGGGCCAGA TCCGA fCGGG TGGGGGG f CACCCACCGTTCaTATCGGGCC TACCGCCf TCCTCGGC TTGGGTG 7 TG TCG AC A AC A AC GGC A ACGGCGCACG 



200 



•Ra12- 



AGQt RSGGGSPTVH [ GPTAFLGLG VVONNGNGAf? 
AGTCCAACGCGTGGTCGGGAGCGC fCCGGCGGCAAG TCTCGGCATC TCCACCGGCGACGTGA TCACCGCGG TCGACGGCGCTCCGA TCAACTCGGCCACC 



300 



■Ra12' 



VQRV VGSAPAASLG (STGOVf T A V 0 G A P I NSAT 
GCGATGGCGGACGCGCTTAACGGGCA fCA rCCCGGTGACGTCArCTCGGTGACC TGGCAAACC AAGT"CGGGCGGCACGCGTACAGGGAACGTGACATTGG 



400 



■Ra12> 



A ft A 0 A LNGHHPGQV I 5V TWG T K S G G TR T G N V T L. 

CJ 

CCGAG5 SIACCCCCGGCCGA A T TC A TGGTGGArr TCGGGGCGTrACCACCGGAGATC A AC TCCGCGAGGA TG f ACGCCGGCCCGGGTTCGGCC TCGC fGGT 
i ■ t . « ■ < ' 1 ' ■ < ■ ' 1 1 ■ 500 




MTS39 1 

L P P £ E NSARrtYAGPGSA S L V 
GGCCGCGGCTCAGA TG TGGG AC AGCG TGGCGAG TGA CC TGT TTrCGGCCGCGrCGGCGTTTC AG TCGGrGGTCYGGGG TCTGACGGTGGGG TCGTGGAT A 



600 



• MTB39 ■ 



A ||| A Q (1WQ SV ASOLFSAA SAFG5VVWGLTV G5W! 
*GG T TC^JCGGCGGG TC TGA TGG TGGCGGCGGCC TCGCCGTATGfGGCGTGGA TGAGCG TCACCGCGGGGCAGGCCGAGCTGACCGCCGCCC AGG TCCGGG 



700 



« MTB39 ■ 



G5SAG LttV AAASPYVAWM5V TAGQAELTAAQVR 
TTGCTG£GGCGGCCTACGAGACGGCGTATGGGCTGACGGTGCCCCCGCCGGTGATCGCCGAGAACCGTGCTGAACTGATGATTCTGATAGCGACCAACCT 



800 



■ MTB39 ■ 



VAAAAYETAYGLTVPPPVIAENRAELMILIATNL 
C TTGGGGC A AAACACCCCGGCCA 7CGCGG TC AACGAGGCCGAATACGGCGAGATGTGGGCCC A AGAC GCC GCC GCGA TGT T TGGC TACGCCGCGGCGACG 



900 



" MTB39 " 



LGQNTPA iAVN£A£YG£MWAQOAAArlFGYAAAT 
GCGACGGCGACGGCCACGTTGCTGCCGTTCGAGGAGGCGCCGGAGATGACCAGCGCGGGTGGGCTCCTCGAGCAGGCCGCCGCGGTCGAGGAGGCCTCCG 

- I 1 1 I 1. ■■ . ■ * 1 1 ■ -t- 1 ■ ' ' 1 ' 

1 MTB39 1 1 1 ■ ■ ■ ■ ■■» 

ATA X A TLL PFE£AP£flTSAGGLL£QAAAV££AS 



1000 



Figure 6 



flai2-H9-3gA>/iPQ fi >2T"91) fi" nr" ^gay" 



aC^CCGCCGCGGCGAACCfiC TXGA TGAAOAA J^^CCCCzGGCGC TGC A AC AGC TGGCCCaGCCC aCGC acSClACCaCCCC T TC T 7CC AaGC "GGG TGG 



t (00 



» MT839 « 



OrAAANQLMNiMVPOALQaLAaPraGrTPSSKLGG 
CC i"GTGCAAGACGGTC TCGCCGCA TCGGTCGCCGA 7CAGCAAC ATGGTG TCGATGGCCAACAACCACATGTCGATGACCAAC 7CGGGTG TG7CG A TGACC 



I 200 



■MT839" 



L'WKTVSPH-RSPI SNftVSrtANNHrtSMTN'SG VSMT 
AACACCTTGAGCTCGA TGTTGAAGGGC TT TGC TCCGGCGGC GGCCGCCCAGGCCG TGC AAACCGCGGCGC AAA ACGGGGTCCGGGCGA TGAGC TCGC TGG 



1300 



' MTB39 » 



NIL SS tt L K G F APAAAAGA VQTAAONGVRAMSSL 
GCAGCTCGCTG'GGTTCTTCGGGTCTGGGCGGTGGGGTGGCCGCCAACTTGGGTCGGGCGGCCTCGGrCGGTTCGTTGTCGGTGCCGCAGGCCTGGGCCGC 



moo 



1 MTB39 ■ 



GSSL GSSGL GGGVAANLGRAA SVG SL SVPGAWAA 
GGCC AAtCAGGC AGTC ACCCCGGCGGCGCCGGCGC TGCCGC TGACCAGCC TGACC AGCGCCGCGG A A AG AGGGCCCGGGC AG A TGC TGGGCGGGC TGCCG 



1500 



<MTB39» 



A *M e Q A y TP AA RAL PL T5L T S A" A £ R G P G QfIL GGUP 
GTGGGG& AG A fGGGCGCCAGGGCCGGTGGTGGGCTCAGTGGTGTGC TGCGTGTXCCGCCGCGACCC XAXG TGA TGCCGCATTC TCCGGCAGCCGGCGA TA 



t600 



"MT839" 



V (jab a « G A RA G G GLSG.V LRV PP RPY Vrt PH SPA AG 0 

tcgccJIgccggccttgtcgcaggaccggttcgccgacttccccgcgctgcccctcgacccgtccgcgatggtcgcccaagtggggccacaggtggtcaa 



1 



m 



J 700 



1 MTB32A (N-ter) « 



[ A Q* P A L S 00 RFAOFPALPUOP SAMVAQVGPGVVN 
CATCAACACCAAACTGGCCTACAACAACGCCGTGGGCGCCGGGACCGGCATCGTCATCGATCCCAACGGTGTCGrGCTGACCAACAACCACGTGArCGCG 



1800 



— — « ———————— MTB32A (N-ter) 1 

(NTKLGY NNAVGAGTGl V I QPNGVVLTNNHV tA 

GGCGCCACCGAC A TC AA TGCG T TC AGCGTCGGC 7CCGGCCAAACC X ACGGCGXCGA TGTGG TCGGGTA TG ACCGCACCCAGGA TGTCGCGGTGC TGC AGC 



1900 



■ ii ■ ■ 1 ' MTB32A (N-ter) ■ 1 " 1 1 

GATO t N A F SV GSGGTYGVOV V G Y OR TQOVAVU Q 

TGCGCGGTGCCGGTGGCCTGCCGTCGGCGGCGATCGGTGGCGGCGTCGCGGTTGGTGAGCCCGTCGTCGCGATGGGCAACAGCGGTGGGCAGGGCGGAAC 



2000 



' MTB32A (N-ter) ■ 



LRGAGGL PSAA 1GGGVAVGEP VVAMGNSGGQGGT 



Figure 6 (Cont'd) 



Rat2-H9-32A.MPO ft > 2191) Su's and s-|^^ a 



W W 

l^RfcCC AAACCG 'GCaGGCG FCGGa * fCGC f C aCCGC rcWu a; 



gccccg recce rccc tggcaggg tgg rccccWKfcccAAACcarGCAGGCG tcgga r rccc re accgg ~g^Ka ag ag ac a mgaacgggi"tga fcgag 

, . . — ^ = • ■ = ' ■ i. 2100 



■ MT832A (N-Cer) 1 

prav pgr vvalggtvgasosl t g a £ e FLNGL ( q 

T TCGA TGCCGCGA tccagcccgg tga t tcgggcgggcccgtcgtc aacggcc taggacagg tgg tcggtatgaacacggccgcgtcc tagg 
, , 1 1 . 1 . 1 , . ■ 1 . 1 ■ ^ 2 f9t 



1 1 MT832A (N-ter) > 
fQAAt QPGOSGGPVVNGLGQVVGrtNfAAS 




Figure 6 (Cont'd) 



Figure 7 

Ral2(short) polypeptide (SEQ ID NO:17) 
TAASDNFQLSQGGQGFAIPIGQAMAIAGQI 



Figure 8 

Ral2(long) polypeptide (SEQ ID NO: 18) 

TAASDNFQLSQGGQGFAIPIGQAMAIAGQIKLPTVHIGPTAFLGLGWDNNGNGARV 
QR WGS AP AASLGISTGD VITAVDGAPINS AT AMAD ALNGHHPGD VIS VT WQTKS G 
GTRTGNVTLAEGPPA 



4 



Figure 9 



H a N'| Mat Hvs tag 6aa Ral 2 (s^ort) 30aa Htnd»l 2aa human mammaglob'" (fu»l length) 93aa 



-COO 



